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Improvement of the diagnostic
performance of bronchoscopy
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Table 1. Demographic and Clinical Characteristics of the Study Participants.*

Table 1. Demographic and Clinical Characteristics of the Study Participants.*

Characteristic
Sex—no.T

Female

Male
Median age (IQR) —yr7
Race —no.i

White

Black

Other

Unknown
Smoking status — no.

Current

Former

Median cumulative tobacco use (IQR)
— pack-yr

Lesion size — no.
<2cm
2to3cm
>3 cm
Infiltrate§

Unknown

AEGIS-1
(N=298)

125
173
62 (55-70)

226
55
15

2

146
152
40 (24-60)

48
41
155
32
22

AEGIS-2
(N=341)

106
235
64 (57-71)

267
66
4

169
172
45 (25-63)

83
39
188
28

Characteristic
Lesion location — no.
Central
Peripheral
Central and peripheral
Unknown
Lung-cancer histologic type — no.q|
Small-cell
Non-small-cell
Adenocarcinoma
Squamous
Large-cell

Non-small-cell not otherwise
specified

Unknown

Diagnosis of a benign condition — no.

Infection

Sarcoidosis
Resolution or stability
Other

AEGIS-1
(N=298)

98
86
90
24
220
38
175
69
72
8
26

78
18
16
27
17

AEGIS-2
(N=341)

127
108
102
4
267
42
222
100
81
8
33

74
14
15
24
2
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Figure 1. Classifier Performance in the AEGIS-1 and AEGIS-2 Studies.




Table 2. Sensitivity of the Classifier, Bronchoscopy, and the Combined Approaches, According to Radiologic Imaging

Characteristics.
Patients with
Group All Patients Cancer Sensitivity*
Classifier plus
Bronchoscopy Classifier Bronchoscopy
no. of patients percent (95% confidence interval)
All patients 639 487 75 (71-79) 89 (82-94) 97 (95-99)
Lesion size
<2cm 131 73 55 (43-66) 91 (76-98) 96 (88-99)
2to3cm 80 60 58 (45-71) 92 (74-99) 97 (88-100)
>3 cm 343 313 82 (78-86) 85 (74-93) 97 (95-99)
Infiltrate 60 25 84 (64-95) 100 (40-100) 100 (86-100)
Unknown 25 16 80 (54-96) 100 (29-100) 100 (79-100)
Lesion location
Central 225 174 84 (78-89) 81 (62-94) 97 (93-99)
Peripheral 194 133 55 (46-63) 90 (79-96) 95 (90-98)
Central and pe- 192 164 82 (75-87) 97 (82-100) 99 (96-100)
ripheral
Unknown 28 16 81 (54-96) 67 (9-99) 94 (70-100)




Conclusion
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Bronchoscopy only 75%

Bronchoscopy + genomic classifier 97%
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Result 1

fmiEFHTEH 164N
. YU CHTRIICBFEEITUT=fEH 95 A

BRE  65.3%

ZR=MMATIHER
p value
#R#&2 (Ad, Sqg, others)  p=0.45
size p<0.05
location (C, P, CP) p<0.05

)2 7 \NE1ERF%(n0-3) p=0.17



Result 2

All Patients with  Sensitivity of the
patients Cancer bronchoscopy
All patients 95 62 69.3
| esion size

<2 cm 20 7 35

2 to 3 cm 34 20 8.8

>3 cm 41 35 85.4
esion location

Central 16 13 81.3

Cand P 13 12 92.3

Peripheral 66 37 06.1




Result 3
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Aberrant Pathways in Lung Cancer
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Aberrant Pathways in Lung Cancer
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Allele fraction of mutations
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Probability of Overall Survival (%)
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